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Figure IB 



>1543671IH TGCCCTGCAG CCGGCTGCCG CCATCCTTGC GCTGCTCCCT GCACTCGGCC 

>1863905 TGCCCTGCAG CCGGCTGCCG CCATCCTTGC GCTGCTCCCT GCACTCGGCC 

>1314679 TGCCCTGCAG CCGGCTGCCG CCATCCTTGC GCTGCTCCCT GCACTCGGCC 

Consensus TGCCCTGCAG CCGGCTGCCG CCATCCTTGC GCTGCTCCCT GCACTCGGCC 

>1543 671IH TGCTGCTCTG GGGACCCGGC CAGCTATAGG CTCTGGGGGG CCCCGCTGCA 

>1863905 TGCTGCTCTG GGGACCC 

>1314679 TGCTGCTCTG GGGACCCGGC CAGCTATAGG CTCTGGGGGG CCCCGCTGCA 

Consensus TGCTGCTCTG GGGACCCGGC CAGCTATAGG CTCTGGGGGG CCCCGCTGCA 
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Consensus CTGACCATGT ATGTCTGCAC CCCTGTCCCC CACCCTGACC CTCCCATGGC 

>1543671IH CCTCTCCAGG ACTCCCACCC GGCAGATCAG CTCTAGTGAC ACAGATCCGC 

>1901337 CCTCTCCAGG ACTCCCACCC GGCAGATCAG CTCTAGTGAC ACAGATCCGC 

>1900086 CCTCTCCAGG ACTCCCACCC GGCAGATCAG CTCTAGTGAC ACAGATCCGC 

Consensus CCTCTCCAGG ACTCCCACCC GGCAGATCAG CTCTAGTGAC ACAGATCCGC 

>1543 671IH CTGCAGATGG CCCCTCCAAC CCTCTCTGCT GCTGTTTCCA TGGCCCAGCA 

>1901337 CTGCAGATGG CCCCTCCAAC CCTCTCTGCT GCTGTTTCCA TGGCCCAGCA 

>1900086 CTGCAGATGG CCCCTCCAAC CCTCTCTGCT GCTGTTTCCA TGGCCCAGCA 

Consensus CTGCAGATGG CCCCTCCAAC CCTCTCTGCT GCTGTTTCCA TGGCCCAGCA 

>1543671IH TTCTCCACCC TTAACCCTGT GCTCAGGCAC CTCTTCCCCC AGGAAGCCTT 

>1901337 TTCTCCACCC TTAACCCTGT GCTCAGGCAC CT 
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>1543671IH CCCTGCCCAC CCCATCTATG ACTTGAGCCA GGTCTGGTCC GTGGTGTCCC 
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>2325070 CCCTGCCCAC CCCATCTATG ACTTGAGCCA GGTCTGGTCC GTGGTGTCCC 

>3969672 ATCTATG ACTTGAGCCA GGTCTGGTCC GTGGTGTCCC 

Consensus CCCTGCCCAC CCCATCTATG ACTTGAGCCA GGTCTGGTCC GTGGTGTCCC 
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Figure 1C 



>1543671IH TGAAGTGGAC TGAGTAGAAC TGGAGGACAA GAGTCGACGT GAGTTCCTGG 

>2325070 TGAAGTGGAC TGAGTAGAAC TGGAGGACAA GAGTCGACGT GAGTTCCTGG 

>3969672 TGAAGTGGAC TGAGTAGAAC TGGAGGACAA GAGTCGACGT GAGTTCCTGG 

Consensus TGAAGTGGAC TGAGTAGAAC TGGAGGACAA GAGTCGACGT GAGTTCCTGG 

>1543671IH GAGTCTCCAG AG ATGGGGC C TGGAGGCCTG GAGGAAGGGG CCAGGCCTCA 

>2325070 GAGTCTCCAG AGATGGGGCC TGGAGGCCTG GAGGAAGGGG CCAGGCCTCA 

>3969672 GAGTCTCCAG AGATGGGGCC TGGAGGCCTG GAGGAAGGGG CCAGGCCTCA 

Consensus GAGTCTCCAG AGATGGGGCC TGGAGGCCTG GAGGAAGGGG CCAGGCCTCA 

>1543671IH CATTCGTGGG GCTCCCTGAA TGGCAGCCTG AGCACAGCGT AGGCCCTTAA 

>2325070 CATTCGTGGG GCTCCCTGAA 

>3969672 CATTCGTGGG GCTCCCTGAA TGGCAGCCTG AGCACAGCGT AGGCCCTTAA 

Consensus CATTCGTGGG GCTCCCTGAA TGGCAGCCTG AGCACAGCGT AGGCCCTTAA 
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Consensus TAAACACCTG TTGGATAAGC CCA 
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Figure 4 
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Lane Tissue Lane Tissue 

1 Bladder Cancer 8 Breast 

2 Bladder 9 Prostate Cancer 

3 Bladder Cancer 10 Prostate Cancer 

4 Bladder 11 Prostsate Cancer 

5 Bladder Cancer 12 BPH 

6 Colon 13 Markers 

7 Lung 



